is noted in the legend above, indicating fold change increases (red), decreases (green) and significant changes between cv. conditions (yellow borders). Each row represents a discriminant metabolite feature provided in Table   S2 . The first four columns show the control tomato cultivars while the last four indicate the treated cultivars. is noted in the legend above, indicating fold change increases (red), decreases (green) and significant changes between cv. conditions (yellow borders). Each row represents a discriminant metabolite feature provided in Table   S2 . The first four columns show the control tomato cultivars while the last four indicate the treated cultivars. a Peak numbers assigned based on each compound class elution order.
b hex, loss of hexose moiety (-162u); pent, loss of pentose moiety (-132u); rham, loss of rhamnose moiety (-147u); caff, caffeic acid moiety; fer, ferulic acid moiety; coum, coumaric acid moiety; put, putrescine moiety; quin, quinic acid moiety; FA, formic acid adduct (-46u).
c References indicated with an "X" can be found on the tomato metabolome database (MoTo) http://www.ab.wur.nl/moto/
